< old_stable_id

<> old_version

<> new_stable_id

<> new_version

» mapping_session_id
o type

< score

=i

Ve ' mapping_session_id

> old_db_name
> new_db_name
> old_release

2 new_release
< old_assembly

“» new_assembly

o created

< gene_stable_id

< gene_version

< transcript_stable_id
< transcript_version

< translation_stable_id

< translation_version

& peptide_archive_id =
f & mapping_session_id

/1—  peptide_archive_id

<> md5_checksum
< peptide_seq

Indexes



